Between 1986 and 1993, 72% of rotavirus strains isolated from newborns at five hospitals in New Delhi, India, had long electropherotypes, subgroup II VP6 antigens, and G and P genotypes (G9P11) identical to those of prototype strain 116E. A novel strain with a GAP6 genotype, representing 13% of the isolates, was identified. These results demonstrate that GgPll and GAP6 rotavirus strains are common in nurseries in New Delhi.
Serologic characterization of rotavirus strains indicates that outer capsid proteins VP4 and VP7 independently induce type-specific neutralizing antibodies which have been used to classify rotaviruses into G (VP7) and P (VP4) serotypes (11) . Among rotavirus strains isolated from children with diarrhea, four major G serotypes, G1 to G4, have been shown to be epidemiologically important by enzyme-linked immunosorbent assay with VP7-specific monoclonal antibodies, but until recently, analogous methods to study the P serotypes of common human rotavirus strains (i.e., G serotypes 1 to 4) were not available (16, 17) . As a result, nucleic acid-based (genotyping) methods that detect genetically distinct VP4 genes and accurately predict P serotypes have been developed (8) . VP4 genes that are distinct at the level of nucleotide and deduced amino acid sequences have been referred to as P types (or P genotypes) (6) . Although a nomenclature for corresponding P serotypes has not been agreed upon, some investigators use the same numbering system for genotypes and serotypes and that is the convention used in this report (6, 14) . The largest survey of rotavirus field isolates indicated that genotypes P8 (strain Wa-like VP4 gene) and P4 (strain RV5-like VP4 gene) are by far the most common among more than 400 strains from several areas of the world (15) , while the largest survey in which both G and P genotypes were determined for the same strain indicated that G1P8 (strain Wa-like VP7 and VP4 genes) is the most common in Malaysia (13) .
We recently demonstrated that asymptomatic neonatal rotavirus infections of children in New Delhi, India, reduced the frequency of subsequent cases of severe rotavirus diarrhea by 46%, essentially confirming the work of Bishop respectively, that are different from those of 116E, it was suggested that the latter strain may be a reassortant (7) .
We have recently extended these results and shown that strains related to prototype 116E are present in five of six New Delhi hospitals (3) . In Regardless of their origin, the isolation of three different, unique rotaviruses from newborns in New Delhi and Bangalore suggests that additional surveillance should be conducted to determine the prevalent strains from newborns in other areas of India and to investigate if any of these novel rotaviruses are common in children with diarrhea (3, 5) . These studies will be important to assess the possible utility of such strains as vaccine candidates.
